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Simulate SNV data for
pedigree founders

Get to know the sim_RVped() function

Create recombination map for SLiM

study_peds.txt
Simulate pedigrees on the Compute

Canada cluster

Explain the demographic model

Examine the simulated pedigrees

Simulate the demographic model in
SLiM

Read and process SLiM data in R

SLiM_output.txt

>

Select causal variants

Simulate genetic data for affected
pedigree members

Generate data files
(.sam, .var and .geno)




  

